the ability to work with
structured data—we present a task that involves describing
a DNA sequence by clustering. To represent the DNA asa
graph, goms and small molecules are mapped to vertices,
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and bonds are represented by undirected edges. The edges
are labeled according to the type of bond, single or double.
A portion of the lattice generated is shown in the figure.
The lattice closely resembles a tree, with the exception
that two nodes (bottomleft) have two parents. The lattice
describes 71% of the DNA sequence. As the figure shows,
smaller, more commonly occurring compounds are found
first that compose the first level of the lattice. These
account for more than 61% of the DNA. Subsequently
identified clusters are based on these smaller clusters that
are either combined with each other, or with other atoms or
molecules to form a new cluster. The second level of the
lattice extends the conceptual clustering description such
that an additional 7% of the DNA is covered. Future work
on Subdue will continue discovery of hierarchical
clusterings in real-world domains, and both objective and
expert-based comparisons to other clustering systems.
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