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Graph grammars can represent relations, hierarchical structures Experiments on biological networks Hierarchical Clusters of metabolic pathways Experiments on chemical structures
and generalize knowledge in graph domains which string The KEGG database has 37,253 pathways generated from 296 In fruit fly
grammars cannot. We introduce an algorithm for graph grammar | egerence pathways. A graph consisting of vertices and edges Applying clustering to metabolic pathways with hierarchical The structure of dendronized polymer and its
inference V\.'h'Ch butlds on previous work In discovering frequent between these vertices Is a natural data sturcture to represent topologies provides a better understandable blueprint. representation in hierarchical graph grammar
subgraphs in a graph _ biological networks. productions.
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The algorithm generates candidate substructures and evaluates
them using the following measure of compression.
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size(t)=vertices(t) + edges(t) or alternatively we compute
size(t) as Minimum Description Length (MDL) of t. We check
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The named graph representation of a metabolic
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